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PROBLEMS AND PROSPECTS OF 
COGNITIVE RESEARCH AND DEVEL-

OPMENT 1

Ratushnyak A.S., Zapara T.A., Proskura A.L.

Based on the analysis of numerous data, 
we developed a model of the input neuron - a 

                                                           

1

 «
» -

, .

key element of the synapse learning and 
memory processes. Database systems and 
structural model of hippocampal pyramidal 
neurons are created using technology Gene-
Net. Graphical representation of numerous 
experimental data facilitates the synthesis of 
conceptual knowledge in the principles and 
molecular mechanisms of functioning neurons 
- the basic elements of cognitive systems. 
Analysis of the constructed interactomes syn-
aptic processes and the experimental data al-
lows suggesting that during the processing of 
signals in the receptive synapse may be their 
association and definition of functional sig-
nificance. This significantly extends the 
knowledge of the functions of the synapse and 
neuron.

Keywords: cognitive processes, learning, 
memory, early phase of long-term potentia-
tion, 1 pyramidal neurons of the hippo-
campus, dendritic spines, glutamate recep-
tors, small GTPases, actin-binding, scaffold 
proteins.
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